Resumo: A desnaturação térmica do DNA, ou seja, a separação das duas cadeias, é um fenômeno causado pela amplitude das vibrações das bases, portanto, é necessário saber como essa separação é gerada para implementar o modelo alternativo do comportamento de fusão como uma função da sequência de nucleotídeos e terapias para combater o câncer. Propomos usar o modelo de Peyrard-Bishop (PB) de DNA não linear estendido para incluir um potencial enarmônico que represente a interação de empilhamento aromático entre n-e (n-1)-enésimos pares de bases consecutivos para tratar o problema. Nós usamos métodos de diferença finita para determinar o valor médio do deslocamento para o potencial "corcunda de Morse" do modelo Peyrard-Bishop do DNA. Mostramos como o "pseudo-Schrödinger" estendido combinado com método de diferença finita pode ser usado para obter os deslocamentos do valor médio para a desnaturação térmica do DNA com o potencial Morse "da corcunda".
INTRODUCTION
We explore the thermodynamic properties solving the pseudo-Schrödinger equation of the transfer integral [1] [2] [3] [4] [5] [6] [7] for the "hump Morse". The mathematical tools used in the theoretical study of the problem are Finite Difference Method (FDM) and pseudo-Schrödinger equation with anharmonic stacking interactions for the DNA molecule.
THE MODELS
The Hamiltonian for the BP model is given by
or in the general form:
where W is given by: 
the Hamiltonian (1) is divided in two parts, the acoustic (H ac ) and optical (H op ) parts. They are given by
respectively.
The general form is:
The main interest here is in the optical Hamiltonian (4), because it contains the nonlinearity of the problem. The equations of motion for equation (4) The evaluation of the partition of equation (4.1) using the transfer integral operator method in the thermodynamic limit reduces to solving the "pseudo-Schrödinger" equation: 
was solved in 32 . The case for the symmetric Morse potential (SPB model) given by
was solved in 29 .
THERMODYNAMICS: THE MEAN VALUE OF THE DISPLACEMENTS
We can use the Finite difference methods for obtain the ground state wave function and the mean value of the displacement using the formulas of the literature 7 . We use the model (1)   [7] . We solve the equation 5.3 using the Finitedifference methods with the parameter ρ=0.
We can use the Finite difference methods for obtain the ground state wave function and the mean value of the displacement for the Hybrid potential ("hump Morse") 28 when the temperature is low and high. The results of this method is showed in Fig.  2 
CONCLUSIONS
For the PB model we solve the "pseudoSchrödinger" equation using the finite difference to determine eigenfunctions, the mean value of the displacements with a threshold value of 2.0 Å for the denaturation temperature of 350 K. The "Hump Morse" allow the model to describe the tunneling currents and the sharp thermal denaturation of DNA. Finally, it is important to emphasize the importance of the partition function in the numerical evaluation of the average stretching of the original PB model 3 with rotational motions for nucleotides 30 and anharmonic stacking for the existence of a first order phase transition.
